Contents of Volume 91 


Abbreviations in parenthesis refer to 
the following sections: (E) Editorial; 
(R) Review article; (O) Original inves- 
tigation; (SC) Short communication; 


(CC) Clinical case report; (CO) Case 
observed; (RG) Rare genetic variant 
register; (DV) DNA variants; (L) Letter 
to the editors; (ER) Erratum 


Ahmad M —> Faiyaz ul Haque M 
Ainsworth PJ, Rodenhiser DI, Costa MT: 
Identification and characterization of 

sporadic and inherited mutations in exon 
31 of the neurofibromatosis (NF1) gene 
(O) 151 

Aksentijevich I, Gruberg L, Pras E, Balow 
JE Jr, Kovo M, Gazit E, Dean M, Pras 
M, Kastner DL: Evidence for linkage of 
the gene causing familial Mediterranean 
fever to chromosome 17q in non-Ash- 
kenazi Jewish families: second locus or 
type lerror? (O) 527 

Alembik Y — Stoll C 

Almeida A, Kokalj-Vokac N, Lefrancois 
D, Viegas-Pequignot E, Jeanpierre M, 
Dutrillaux B, Malfoy B: Hypomethyla- 
tion of classical satellite DNA and chro- 
mosome instability in lymphoblastoid 
cell lines (O) 538 

Alterman LA —> O'Reilly M-AJ 

Altieri P + Ghiggeri GM 

Andersen TI > Lindblom A 

Anderson LA — Lebo RV 

Angotti E  Marasco O 

Anichini C — Bardoni B 

Antonarakis SE + Warren AC 

Arinami T > Hamada H 

Armstrong M, Idle JR, Daly AK: A poly- 
morphic Cfol site in exon 6 of the hu- 
man cytochrome P450 CYP2D6 gene 
detected by the polymerase chain reac- 
tion(DV) 616 

Arnaiz-Villena A — De Juan D 

Aronson MM —> Cannizzaro LA 

Asmundsson P —> Fossdal R 

Assum G, Fink T, SteinbeiBer T, Fisel KJ: 
Analysis of human extrachromosomal 
DNA elements originating from different 
B-satellite subfamilies (O) 489 

Auburger G — Lunkes A 

Audrézet MP — Guillermit H 

Avvedimento VE — Marasco O 


Baars FM van > Mariman ECM 

Bahnak BR — Vidaud D 

Bailly S, Giovine FS di, Duff GW: Poly- 
morphic tandem repeat region in inter- 
leukin-lo intron6 (DV) 85 

Baligadoo S —> Ramasawmy R 

Balow JE Jr — Aksentijevich I 

Bandyopadhyay AR: A parental combina- 
tion analysis for ABO-HP interaction in 
a Bengali population (O) 377 

Baranov VS — Ivaschenko TE 


Bardoni B, Floridia G, Guioli S, Peverali 
G, Anichini C, Cisternino M, Casalone 
R, Danesino C, Fraccaro M, Zuffardi O, 
Camerino G: Functional disomy of 
Xp22-pter in three males carrying a por- 
tion of Xp translocated to Yq (O) 333 

Barsky SH — Grody WW 

Barth ML, Fensom A, Harris A: Preva- 
lence of common mutations in the aryl- 
sulphatase A gene in metachromatic 
leukodystrophy patients diagnosed in 
Britain (SC) 73 

Bartholomé K — Liidecke B 

Batista DAS — Tuck-Muller CM 

Baudi F — Marasco O 

Bayliss JD — Shoulders CC 

Beck JS, Kwitek AE, Cogen PH, Metzger 
AK, Duyk GM, Sheffield VC: A dena- 
turing gradient gel electrophoresis assay 
for sensitive detection of p53 mutations 
(O) 25 

Beersum SEC van — Mariman ECM 

Beigel Y — Leitersdorf E 

Benmammar D — De Juan D 

Berriche S — Lucotte G 

Berta P — Poulat F 

Bignejl P — Millar DS 

Bird TD — Lebo RV 

Blakemore AIF — Tarlow JK 

Blaschak J — Warren AC 

Blayau M —> Dorval I 

B6dvarsson M — Fossdal R 

Bonisch H — Briiss M 

Boileau C — Saint-Jore B 

Bonaiti-Pellié C, Chompret A, Tournade 
M-F, Lemerle J, Voute PA, Delemarre 
JFM: Excess of multifocal tumors in 
nephroblastoma: implications for mecha- 
nisms of tumor development and genetic 
counseling (O) 373 

Boogaard M-JH van den > Bouwens- 
Rombouts AGM 

Boomsma DI —> Knijff P de 

Boscherini B — Tedeschi B 

Bottema CDK, Ketterling RP, Vielhaber E, 
Yoon H-S, Gostout B, Jacobson DP, 
Shapiro A, Sommer SS: The pattern of 
spontaneous germ-line mutation: relative 
rates of mutation at or near CpG dinu- 
cleotides in the factor IX gene (O) 496 

Bouwens-Rombouts AGM, Boogaard 
M-JH van den, Puig JG, Mateos FA, 
Hennekam RCM, Tilanus MGJ: Identifi- 
cation of two new nucleotide mutations 
(HPRT precht 29d HPRT in exon 3 
of the human hypoxanthine-guanine 
phosphoribosyltransferase (HPRT) gene 
(O) 451 

Boyce AJ — Flint J 

Boyce AJ —> Martinson JJ 

Boyd E > Murphy MT 

Bradley LD —> O’Reilly M-AJ 

Brahic M —> Lefebvre S 

Brett DJ — Shoulders CC 

Breuning MH — Fossdal R 

Briiss M, Kunz J, Lingen B, B6nisch H: 
Chromosomal mapping of the human 


Il 


gene for the tricyclic antidepressant- 
sensitive noradrenaline transporter (SC) 
278 

Brun P — Poulat F 

Bureau J-F — Lefebvre S 

Buys CHCM — Kooy RF 

Byrne JA, Smith PJ: The 11p15.5 ribonu- 
cleotide reductase M1 subunit locus is 
not imprinted in Wilms’ tumour and he- 
patoblastoma (SC) 275 


Caligaris-Cappio F — Ghia P 

Calugi A > De Vita R 

Camerino G —> Bardoni B 

Cannizzaro LA, Aronson MM, Thiesen 
HJ: Human zinc finger gene ZNF23 
(Kox16) maps to a zinc finger gene clus- 
ter on chromosome 16q22, and ZNF32 
(Kox30) to chromosome region 
10q23—q24 (SC) 383 

Cans C, Cohen O, Mermet M-A, Demon- 
geot J, Jalbert P: Human reciprocal 
translocations: is the unbalanced mode 
at birth predictable? (O) 228 

Caporossi D — Tedeschi B 

Caridi G + Ghiggeri GM 

Casalone R — Bardoni B 

Casals T, Nunes V, Palacio A, Giménez J, 
Gaona A, Ibafiez N, Morral N, Estivill 
X: Cystic fibrosis in Spain: high fre- 
quency of mutation G542X in the 
Mediterranean coastal area(O) 66 

Cavallo D De Vita R 

Cederbaum SD — Grody WW 

Chakravarti A + Warren AC 

Chance PF — Lebo RV 

Chauvel B —> Dorval I 

Chenevix-Trench G, Healey S, Martin NG: 
Reproductive hormone genes in mothers 
of spontaneous dizygotic twins: an asso- 
ciation study (O) 118 

Chompret A — Bonaiti-Pellié C 

Chroniary K — Tzimagiorgis G 

Cianfarani S — Tedeschi B 

Cisternino M — Bardoni B 

Clarke A — Upadhyaya M 

Claussen U — Eggeling F von 

Clegg JB — Flint J 

Clegg JB — Martinson JJ 

Coetzee GA — Leitersdorf E 

Cogen PH — Beck JS 

Cohen D — Schachter F 

Cohen O > Cans C 

Colombi M —> Shipman R 

Colonna A — Marasco O 

Conneally PM — Lebo RV 

Connor JM — Norton B 

Cooper DN —> Millar DS 

Corden D —> Millar DS 

Corell A — De Juan D 

Costa J-M — Vidaud D 

Costa MT —> Ainsworth PJ 

Costanzo F — Marasco O 

Courtay C — Morris C 

Cox TK — Warren AC 

Créau-Goldberg N — Crété N 

Cremers CWRJ — Mariman ECM 


= 
1 
| 
| 


IV 


Cremers FPM — Traupe H 

Crété N, Delabar J-M, Rahmani Z, Yaspo 
M-L, Kraus J, Marks A, Sinet P-M, 
Créau-Goldberg N: Partial physical map 
of human chromosome 21 from fibro- 
blast and lymphocyte DNA (QO) 245 

Croce CM — Huebner K 

Crolla JA — Wilkinson TA 

Crossen PE, Morrison MJ: Elevated fre- 
quency of an ETS-| restriction fragment 
polymorphism in chronic B-cell 
leukaemia (SC) 380 

Cunniff C — Sawyer JR 


Dabadie A — Dorval I 

Dalgleish R — Mackay K 

Dallaire A — De Braekeleer M 

Daly AK —> Armstrong M 

Danesino C — Bardoni B 

Danieli GA, Mioni F, Miiller CR, Vitiello 
L, Mostacciuolo ML, Grimm T: Patterns 
of deletions of the dystrophin gene in 
different European populations (O) 
342 

Dann EJ — Friedlander Y 

Dann EJ —> Leitersdorf E 

David V — Dorval I 

Davies KE — Rowe PSN 

Dazin PF — Lebo RV 

Dean M —> Aksentijevich I 

Dean M — Ivaschenko TE 

De Braekeleer M, Dallaire A, Mathieu J: 
Genetic epidemiology of sensorimotor 
polyneuropathy with or without agenesis 
of the corpus callosum in northeastern 
Quebec (O) 223 

De Juan D, Martin-Villa JM, Gomez- 
Reino JJ, Vicario JL, Corell A, 
Martinez-Laso J, Benmammar D, 
Arnaiz-Villena A: Differential contribu- 
tion of C4 and HLA-DQ genes to sys- 
temic lupus erythematosus susceptibility 
(O) 579 

Delabar J-M — Crété N 

Delemarre JFM — Bonaiti-Pellié C 

Demongeot J — Cans C 

De Vita R, Calugi A, Cavallo D, Eleuteri 
P, Vizzone A: Flow cytometric and 
cytogenetic analyses in human sponta- 
neous abortions (O) 409 

Deybach JC — Gu X-F 

Dianzani I — Ghia P 

Diehl SR — Hart TC 

Dodson AE — Grody WW 

Dérner C — Steinkasserer A 

Dominijanni A — Marasco O 

Donis-Keller H + Howe JR 

Donti E — Huebner K 

Dorval I, Odent S, Jezequel P, Journel H, 
Chauvel B, Dabadie A, Roussey M, Le 
Gall JY, Le Marec B, David V, Blayau 
M: Analysis of 160 CF chromosomes: 
detection of a novel mutation in exon 20 
(O) 254 

Dott B —> Stoll C 

Dou S — Howe JR 

Dreesen JCFM, Hurk JAJM van den, 

Smits APT, Ouweland AMW van den, 

Markslag PWB, Oost BA van: DXS539, 

a polymorphic DNA marker proximal of 

the fragile-X gene (DV) 80 


Drews D - Reiss J 

Druck T — Huebner K 
Duff GW — Bailly S 

Duff GW —> Tarlow JK 
Dumas R —> Poulat F 
Dutrillaux B — Almeida A 
Duyk GM — Beck JS 
Dyck PJ — Lebo RV 


Eggeling F von, Freytag M, Fahsold R, 
Horsthemke B, Claussen U: Rapid de- 
tection of trisomy 21 by quantitative 
PCR (O) 567 

Eleuteri P > De Vita R 

Elion J — Périchon B 

Ellermeyer U — Reiss J 

Enczmann J — Lunkes A 

Epplen JT — Niirnberg P 

Estivill X — Casals T 

Ewenstein BM — Wise RJ 

Ezquieta B, Molano J: CF2603/4delT, a 
new frameshift mutation in exon 13 of 
the cystic fibrosis transmembrane con- 
ductance regulator (CFTR) gene (DV) 
614 


Faergeman O — Hansen PS 

Faergeman O — Klausen IC 

Fahsold R — Eggeling F von 

Faiyaz ul Haque M, Uhlhaas S, Knapp M, 
Schiiler H, Friedl W, Ahmad M, Prop- 
ping P: Mapping of the gene for X-chro- 
mosomal split-hand/split-foot anomaly 
to Xq26-q26.1 (O) 17 

Farnham J — Upadhyaya M 

Fensom A — Barth ML 

Férec C — Guillermit H 

Ferguson-Smith M — Tzimagiorgis G 

Fey MF, Tobler A: An interleukin-8 (IL-8) 
cDNA clone identifies a frequent 
Hindlll polymorphism (DV) 298 

Fink T > Assum G 

Fischer HJ — Schuster H 

Fisel KJ — Assum G 

Fisher LW — Traupe H 

Flint J, Harding RM, Clegg JB, Boyce AJ: 
Why are some genetic diseases com- 
mon? Distinguishing selection from 
other processes by molecular analysis of 
globin gene variants (R) 91 

Floridia G — Bardoni B 

Flye Sainte-Marie F — Martinson JJ 

Focarelli E— MarascoO 

Fossdal R, B6dévarsson M, Asmundsson P, 
Ragnarsson J, Peters D, Breuning MH, 
Jensson O: Icelandic families with auto- 
somal dominant polycystic kidney dis- 
ease: families unlinked to chromosome 
16p13.3 revealed by linkage analysis 
(SC) 609 

Fotino L — Marasco O 

Fraccaro M — Bardoni B 

Francomano C — Petersen GM 

Frants RR — Knijff P de 

Frants RR — Top B 

Fraser RH — Murphy MT 

Fressinaud E — Vidaud D 

Freytag M — Eggeling F von 

Friedl W — Faiyaz ul Haque M 

Friedlander Y, Dann EJ, Leitersdorf E: 
Absence of familial defective apolipo- 


protein B-100 in Israeli patients with 
dominantly inherited hypercholes- 
terolemia and in offspring with parental 
history of myocardial infarction (L) 
299 

Fryns JP, Kleczkowska A, Moerman P, 
Vandenberghe K: Hereditary hy- 
dronephrosis and the short arm of chro- 
mosome 6(L) 514 

Fuhrmann W — Reiss J 

Fujii H > Hirono A 

Fujiwara Y — Nakamura M 

Fukushima Y, Hoovers J, Mannens M, 
Wakui K, Ohashi H, Ohno T, Ueoka Y, 
Niikawa N: Detection of a cryptic para- 
centric inversion within band | 1p13 in 
familial aniridia by fluorescence in situ 
hybridization (O) 205 


Galindo I —> Premoli-De-Percoco G 

Gaona A — Casals T 

Gazengel C Vidaud D 

Gazit E > Aksentijevich I 

Gendler S — Lebo RV 

Genet SA — Lovering R 

Gerdes LU — Hansen PS 

Gerdes LU — Klausen IC 

Gessler M — Poulat F 

Geurts van Kessel A > Morris C 

Gevers Leuven JA — Knijff P de 

Ghia P, Dianzani I, Serra A, Rosso C, 
Caligaris-Cappio F: A frequent EcoRI 
polymorphism in the bc/-2 gene (DV) 
513 

Ghiggeri GM, Caridi G, Altieri P, Pezzolo 
A, Gimelli G, Zuffardi O: Are the nail- 
patella syndrome and the autosomal 
Goltz-like syndrome the phenotypic ex- 
pressions of different alleles at the 
COLSAI locus? (O) 175 

Giltay J — Poulat F 

Gimelli G — Ghiggeri GM 

Giménez J — Casals T 

Giovine FS di > Bailly S 

Gispert S — Lunkes A 

Gispert-Sanchez S — Vidaud D 

Giuili G, Roechel N, Scholl U, Mattei M- 
G, Guellaen G: Colocalization of the 
genes coding for the and subunits 
of soluble guanylyl cyclase to human 
chromosome 4 at q31.3-—q33 (O) 257 

Géttert E — Zimmer N 

Golbus MS —> Lebo RV 

Goldberg EH — Miiller U 

Goldman A — Hultén M 

G6mez-Reino JJ — De Juan D 

Goossens M — Vidaud D 

Gorlin J + Wise RJ 

Gostout B — Bottema CDK 

Goulding J ~ Rowe PSN 

Goulielmos G — Tzimagiorgis G 

Graadt van Roggen F — Leitersdorf E 

Grandchamp B — Gu X-F 

Gregersen N — Hansen PS 

Gregersen N — Klausen IC 

Grimm T — Danieli GA 

Grimm T — Sander A 

Grody WW, Kern RM, Klein D, Dodson 
AE, Wissman PB, Barsky SH, Ceder- 
baum SD: Arginase deficiency manifest- 
ing delayed clinical sequelae and in- 


\ 
i 


duction of a kidney arginase isozyme 
(O) 1 

Groffen J — Morris C 

Gruberg L — Aksentijevich I 

Grundy CB — Millar DS 

Gu X-F, Rooij F de, Lee JS, Te Velde K, 
Deybach JC, Nordmann Y, Grandchamp 
B: High prevalence of a point mutation 
in the porphobilinogen deaminase gene 
in Dutch patients with acute intermittent 
porphyria (O) 128 

Guellaen G — Giuili G 

Guillermit H, Jéhanne M, Quéré I, Au- 
drézet MP, Mercier B, Férec C: A novel 
mutation in exon 3 of the CFTR gene 
(O) 233 

Guioli S > Bardoni B 


Hall J — Lebo RV 

Hamada H, Arinami T, Kubo T, Hama- 
guchi H, Iwasaki H: Fetal nucleated 
cells in maternal peripheral blood: fre- 
quency and relationship to gestational 
age (O) 427 

Hamaguchi H — Hamada H 

Hanauer A — Rowe PSN 

Handin RI — Wise RJ 

Hansen PS, Gerdes LU, Klausen IC, 
Gregersen N, Faergeman O: Polymor- 
phisms in the apolipoprotein B-100 gene 
contributes to normal variation in plasma 
lipids in 464 Danish men born in 1948 
(O) 45 

Hansen PS — Klausen IC 

Happle R — Traupe H 

Haraki T — Inazu A 

Harding RM — Flint J 

Harding RM — Martinson JJ 

Harper PS — Upadhyaya M 

Harris A > Barth ML 

Hart TC, Marazita ML, McCanna KM, 
Schenkein HA, Diehl SR: Reevaluation 
of the chromosome 4q candidate region 
for early onset periodontitis (O) 416 

Hassed SJ — Sawyer JR 

Havekes LM — Knijff P de 

Havekes LM — Top B 

Hay DA — Loesch DZ 

Hayashi N — Nakahashi Y 

Hayden M — Wood S 

Healey S — Chenevix-Trench G 

Heath JP — Upadhyaya M 

Heerema NA — Plattner R 

Heiskanen M — Larramendy M 

Heisterkamp N — Morris C 

Henn W — Zimmer N 

Hennekam RCM — Bouwens-Rombouts 
AGM 

Himsworth RL — Parkinson DB 

Hirono A, Fujii H, Miwa S: Molecular ab- 
normality of G6PD Konan and G6PD 
Ube, the most common glucose-6-phos- 
phate dehydrogenase variants in Japan 
(SC) 507 

Hirose W — Kubo S 

Hixson JE, Powers PK, McMahan CA: 
The human apolipoprotein B 3° hyper- 
variable region: detection of eight new 
alleles and comparisons of allele fre- 
quencies in blacks and whites (O) 475 

Hodges ICG — Upadhyaya M 


Hoeve J ten — Morris C 

Holmes JM, Martin RH: Aneuploidy de- 
tection in human sperm nuclei using flu- 
orescence in situ hybridization (O) 20 

Holzknecht RA — Tsai MY 

Hooft FM van ’t — Top B 

Hook EB: Choroid plexus cysts diagnosed 
prenatally as an independent risk factor 
for cytogenetic abnormality (L) 514 

Hoovers J — Fukushima Y 

Horst J — Lenz W 

Horsthemke B — Eggeling F von 

Houwen RHJ — Kooy RF 

Howard-Peebles PN — Plattner R 

Howe JR, Lairmore TC, Veile R, Dou S, 
Wells SA Jr, Donis-Keller H: Develop- 
ment of a sequence-tagged site for the 
centromere of chromosome 10: its use in 
cytogenetic and physical mapping (O) 
199 


Huebner K, Druck T, LaForgia S, Lasota J, 


Croce CM, Lanfrancone L, Donti E, 
Pengue G, La Mantia G, Pelicci P-G, 
Lania L: Chromosomal localization of 
four human zinc finger cDNAs (O) 
217 

Hughes HN — Tarlow JK 

Hultén M, Goldman A: The relationship 
between meiotic chromosome pairing 
and chiasma formation (L) 300 

Hurk JAJM van den > Dreesen JCFM 

Hurko O — Lebo RV 

Hydén-Granskog C, Salonen R, Koskull H 
von: Three Finnish incontinentia pig- 
menti (IP) families with recombinations 
with the IP loci at Xq28 and Xp11 (O) 
185 


Ibafiez N — Casals T 

Idle JR — Armstrong M 

Ikemoto S — Kajii E 

Ikuta T — Périchon B 

Inazu A, Koizumi J, Haraki T, Yagi K, 
Wakasugi T, Takegoshi T, Mabuchi H, 
Takeda R: Rapid detection and preva- 
lence of cholesteryl ester transfer protein 
deficiency caused by an intron 14 splic- 
ing defect in hyperalphalipoproteinemia 
(O) 13 

Inoue K — Nakahashi Y 

Ivaschenko TE, Baranov VS, Dean M: 
Twe ew mutations detected by single- 
strand conformation polymorphism 
analysis in cystic fibrosis from Russia 
(O) 63 

Iwamoto S — Kajii E 

Iwasaki H — Hamada H 


Jacobson DP — Bottema CDK 

Janisch W —> Thiel G 

Jalbert P — Cans C 

Jarmuz A — Shoulders CC 

Jaswaney VL —> Miiller U 

Jeanpierre M — Almeida A 

Jéhanne M — Guillermit H 

Jensson O —> Fossdal R 

Jesson M — Wise RJ 

Jezequel P — Dorval I 

Jiang Z — Lebo RV 

Jones AM, Malcolm S, Levinsky RJ, 
Kinnon C: Physical mapping in the re- 


Vv 


gion of human Xq12-21.1 using pulsed 
field gel electrophoresis (O) 485 
Journel H — Dorval I 
Junien C — Saint-Jore B 
Jury CL — Oppenheim A 


Kadota Y — Nakahashi Y 

Kaaridinen H — Larramendy M 

Kahk6nen M Larramendy M 

Kajii E, Umenishi F, Iwamoto S, Ikemoto 
S: Isolation of a new cDNA clone en- 
coding an Rh polypeptide associated 
with the Rh blood group system (O) 
157 

Kakimoto Y — Sano A 

Kakkar VV —> Millar DS 

Kalaitsidaki M — Warren AC 

Kanno T — Maekawa M 

Kastner DL —> Aksentijevich I 

Kearns WG — Tuck-Muller CM 

Keller C — Schuster H 

Kempen HJM — Knijff P de 

Kern RM — Grody WW 

Ketelsen U-P — Vries DD de 

Ketterling RP — Bottema CDK 

King MC — Lebo RV 

Kinnon C — Jones AM 

Kinnon C — Lovering R 

Kinnon C — O’Reilly M-AJ 

Kintzel D —> Thiel G 

Kinzler K — Petersen GM 

Kirkwood T — Schachter F 

Kitajima M — Maekawa M 

Kitamura O — Kubo S 

Klausen IC — Hansen PS 

Klausen IC, Hansen PS, Gerdes LU, 
Riidiger N, Gregersen N, Faergeman O: 
A Pvull polymorphism of the low den- 
sity lipoprotein receptor gene is not as- 
sociated with plasma concentrations of 
low density lipoproteins including LP(a) 
(SC) 193 

Kleczkowska A — Fryns JP 

Klein D — Grody WW 

Knapp M — Faiyaz ul Haque M 

Knijff P de, Boomsma DI, Wit E de, Kem- 
pen HJM, Gevers Leuven JA, Frants 
RR, Havekes LM: The effect of the 
apolipoprotein E phenotype on plasma 
lipids is not influenced by environmental 
variability: results of a Dutch twin study 
(O) 268 

Knuutila S — Larramendy M 

Kémpf J — Krezal D 

Ko6nig A — Poulat F 

Koizumi J —> Inazu A 

Kokalj-Vokac N — Almeida A 

Kondo I — Sano A 

Kondoh K — Sano A 

Kooy RF, Van der Veen AY, Verlind E, 
Houwen RHJ, Scheffer H, Buys CHCM: 
Physical localisation of the chromosomal 
marker D13S31 places the Wilson dis- 
ease locus at the junction of bands q14.3 
and q21.1 of chromosome 13 (SC) 504 

Koskull H von — Hydén-Granskog C 

Koskull H von —> Larramendy M 

Kotea N > Ramasawmy R 

Kovo M —> Aksentijevich I 

Kraus J — Crété N 

Kraus J — Zimmer N 


VI 


Krezal D, Ritter H, K6mpf J: Polymor- 
phism of glucose dehydrogenase (GDH, 
EC 1.1.1.47): formal and population ge- 
netic data (SC) 290 

Krishnamoorthy R — Périchon B 

Krishnamoorthy R — Ramasawmy R 

Kubo S, Kitamura O, Tsuda R, Hirose W, 
Matsumoto H, Nakasono I: Hereditary 
recombined three-allele variant of the 
Ge system (SC) 71 

Kubo T — Hamada H 

Kuivaniemi H — Zhuang J 

Kunz J > Briiss M 

Kwitek AE — Beck JS 


Labie D —> Périchon B 

LaForgia S — Huebner K 

Lairmore TC — Howe JR 

La Mantia G > Huebner K 

Landy SJ — Traupe H 

Lanfrancone L — Huebner K 

Lania L — Huebner K 

Lanyon WG — Norton B 

Lapouméroulie C — Périchon B 

Larramendy M, Heiskanen M, Wessman 
M, Ritvanen A, Peltomaki P, Simola K, 
Kaaridinen H, Koskull H von, Kahkénen 
M, Knuutila S: Molecular cytogenetic 
study of patients with Pallister-Killian 
syndrome (O) 121 

Larsson C — Lindblom A 

Lasota J —- Huebner K 

Latov N — Lebo RV 

Lavergne J-M — Vidaud D 

Lebo RV, Chance PF, Dyck PJ, Redila- 
Flores MT, Lynch ED, Golbus MS, Bird 
TD, King MC, Anderson LA, Hall J, 
Wiegant J, Jiang Z, Dazin PF, Punnett 
HH, Schonberg SA, Moore K, Shull 
MM, Gendler S, Hurko O, Lovelace RE, 
Latov N, Trofatter J,Conneally PM: 
Chromosome | Charcot-Marie-Tooth 
disease (CMT1B) locus in the Fcy re- 
ceptor gene region (ER) 301 

Lee JS — Gu X-F 

Lefebvre S, Bureau J-F, Muscatelli F, 
Mattei M-G, Brahic M: A new human 
brain cDNA molecule: assignment to 
chromosome | 1q21—q23.1 and descrip- 
tion of two polymorphisms studied by 
the polymerase chain reaction (O) 148 

Lefrancois D — Almeida A 

Le Gall JY — Dorval I 

Lehrach H — Rowe PSN 

Leitersdorf E — Friedlander Y 

Leitersdorf E, Reshef A, Meiner V, Dann 
EJ, Beigel Y, Graadt van Roggen F, 
Westhuyzen DR van der, Coetzee GA: 
A missense mutation in the low density 
lipoprotein receptor gene causes familial 
hypercholesterolemia in Sephardic Jews 
(O) 141 

Le Marec B — Dorval I 

Lemerle J — Bonaiti-Pellié C 

Lennard A — Tarlow JK 

Lenz W, Zygulska M, Horst J: FFU com- 
plex: an analysis of 491 cases (O) 347 

Lettau R — Neuber M 

Leversha MA — Tzimagiorgis G 

Levinsky RJ — Jones AM 

Levinsky RJ — Lovering R 


Levinsky RJ O'Reilly M-AJ 

Li SS-L — Maekawa M 

Liechti-Gallati S —> Sander A 

Lindblom A, Skoog L, Andersen TI, Rot- 
stein S, Nordenskjéld M, Larsson C: 
Four separate regions on chromosome 
17 show loss of heterozygosity in famil- 
ial breast carcinomas (O) 6 

Lingen B —> Briiss M 

Loesch DZ, Sheffield LJ, Hay DA: Be- 
tween-generation differences in ascer- 
tainment and penetrance: relevance to 
genetic hypotheses in fragile X (O) 
469 

Loux N — Saint-Jore B 

Lovelace RE — Lebo RV 

Lovering R O'Reilly M-AJ 

Lovering R, Sweatman AK, O'Reilly M- 
AJ, Genet SA, Middleton-Price H, Mal- 
colm S, Levinsky RJ, Kinnon C: Physi- 
cal mapping identifies DXS265 as a use- 
ful genetic marker for carrier detection 
and prenatal diagnosis of X-linked 
agammaglobulinemia (O) 178 

Lozanova T —> Thiel G 

Lu C > Ramasawmy R 

Lucotte G, Berriche S, Turpin JC: A re- 
combinant Friedreich’s ataxia family 
(SC) 273 

Ludwig CU — Shipman R 

Ludwig R — Schneider S 

Liidecke B, Poller W, Olek K, Bartholomé 
K: Sequence variant of the human 
cathepsin G gene (DV) 83 

Lund AM — Mackay K 

Lunkes A, Gispert S, Enczmann J, 
Auburger G: Molecular heterogeneity of 
autosomal dominant cerebellar ataxia: 
analysis of flanking microsatellites of 
the spinocerebellar ataxia | locus in a 
northern European family unequivocally 
demonstrates non-linkage (O) 362 

Luthman H — Wedell A 

Luzzatto L — Oppenheim A 

Lynch ED — Lebo RV 


Ma Y — Wood S 

Mabuchi H — Inazu A 

Mackay K, Lund AM, Raghunath M, 
Steinmann B, Dalgleish R: SSCP 
detection of a Gly565Val substitution 
in the proal (I) collagen chain resulting 
in osteogenesis imperfecta type II (O) 
439 

MacMillan JC — Upadhyaya M 

Maekawa M, Sudo K, Kitajima M, Mat- 
suura Y, Li SS-L, Kanno T: Analysis of 
a genetic mutation in an electrophoretic 
variant of the human lactate dehydroge- 
nase-B(H) subunit (O) 423 

Maekawa M, Sudo K, Kitajima M, Mat- 
suura Y, Li SS-L, Kanno T: Detection 
and characterization of new genetic mu- 
tations in individuals heterozygous for 
lactate dehydrogenase-B(H) deficiency 
using DNA conformation polymorphism 
analysis and silver staining (O) 163 

Malcolm S > Jones AM 

Malcolm S — Lovering R 

Malcolm S — O'Reilly M-AJ 

Malfoy B > Almeida A 


Mannens M — Fukushima Y 

Marasco O, Melina F, Mele E, Quaresima 
B, Zingone A, Focarelli E, Picciotti E, 
Martelli ML, Fotino L, Vigna MF, 
Baudi F, Dominijanni A, Angotti E, Pu- 
jia A, Perrotti N, Colonna A, Mattioli 
PL, Porcellini A, Costanzo F, Avvedi- 
mento VE: Linkage disequilibrium of 
three polymorphic RFLP markers in the 
apolipoprotein AI-CIII gene cluster on 
chromosome 11 (O) 169 

Marazita ML — Hart TC 

Mariman ECM, Beersum SEC van, 
Cremers CWRJ, Baars FM van, Ropers 
HH: Analysis of a second family with 
hereditary non-chromaffin paragan- 
gliomas locates the underlying gene at 
the proximal region of chromosome 1|1q 
(O) 357 

Marks A — Crété N 

Markslag PWB — Dreesen JCFM 

Martelli ML — Marasco O 

Martin NG — Chenevix-Trench G 

Martin RH — Holmes JM 

Martinez JE — Tuck-Muller CM 

Martinez-Laso J — De Juan D 

Martinson JJ, Harding RM, Philippon G, 
Flye Sainte-Marie F, Roux J, Boyce AJ, 
Clegg JB: Demographic reductions and 
genetic bottlenecks in humans: min- 
isatellite allele distributions in Oceania 
(O) 445 

Martin-Villa JM — De Juan D 

Mason JM — Osborne LC 

Mateos FA — Bouwens-Rombouts AGM 

Mathieu J — De Braekeleer M 

Matsumoto H — Kubo S 

Matsuo N — Ogata T 

Matsuura Y + Maekawa M 

Mattei M-G — Giuili G 

Mattei M-G — Lefebvre S 

Mattioli PL — Marasco O 

McCanna KM —> Hart TC 

McInnis MG — Warren AC 

McMahan CA —> Hixson JE 

Meier-Ewert S + Rowe PSN 

Meiner V — Leitersdorf E 

Mele E — Marasco O 

Melina F — Marasco O 

Mercier B —> Guillermit H 

Mermet M-A — Cans C 

Metzger AK — Beck JS 

Meyer D —> Vidaud D 

Middleton-Price H — Lovering R 

Miles JH — Plattner R 

Miles JS — Murphy MT 

Millar DS, Grundy CB, Bignell P, Mitchell 
DC, Corden D, Woods P, Kakkar VV, 
Cooper DN: A novel nonsense mutation 
in the protein C (PROC) gene (Trp-29—> 
Term) causing recurrent venous throm- 
bosis (DV) 196 

Mioni F —> Danieli GA 

Mitchell DC — Millar DS 

Mitulla B — Thieme A 

Miwa S — Hirono A 

Miyazaki H — Nakahashi Y 

Moerman P — Fryns JP 

Moi P — Périchon B 

Molano J — Ezquieta B 

Moore K — Lebo RV 


| 

{ 

if 

| 

| 

| 

{ 

} 


Moore MR — Norton B 

Morin D — Poulat F 

Morral N — Casals T 

Morris C, Courtay C, Geurts van Kessel A, 
Hoeve J ten, Heisterkamp N, Groffen J: 
Localization of a gamma-glutamyl-trans- 
ferase-related gene family on chromo- 
some 22(O) 31 

Morrison MJ — Crossen PE 

Morrison N — Murphy MT 

Moschonas NK Tzimagiorgis G 

Moser H — Sander A 

Mostacciuolo ML — Danieli GA 

Mountford R — Rowe PSN 

Miiller CR — Danieli GA 

Miiller U, Wachtel SS, Jaswaney VL, 
Goldberg EH: H-Y (SDM) antibody 
specifically binds Miillerian inhibiting 
substance (L) 515 

Murphy MT, Morrison N, Miles JS, Fraser 
RH, Spurr NK, Boyd E: Regional chro- 
mosomal assignment of the Kell blood 
group locus (KEL) to chromosome 
7q33—q35 by fluorescence in situ hy- 
bridization: evidence for the polypeptide 
nature of antigenic variation (O) 585 

Muscatelli F — Lefebvre S 


Naitoh Y — Nakahashi Y 
Nakahashi Y, Miyazaki H, Kadota Y, 
Naitoh Y, Inoue K, Yamamoto M, 
Hayashi N, Taketani S: Molecular defect 
in human erythropoietic protoporphyria 
with fatal liver failure (O) 303 
Nakamura M, Fujiwara Y, Yamamoto M: 
The two locus control of Leber heredi- 
: tary optic neurophathy and a high pene- 
trance in Japanese pedigrees (O) 339 
Nakamura Y — Petersen GM 
Nakasono I — Kubo S 
Nakayasu K — Zhuang J 
Narcisi TME — Shoulders CC 
Narins SC —> Wise RJ 
Neuber M, Rehder H, Zuther C, Lettau R, 
Schwinger E: Polyploidies in abortion 
material decrease with maternal age 
(O) 563 
Nicoletti B — Tedeschi B 
Niikawa N — Fukushima Y 
Nordenskjéld M — Lindblom A 
Nordmann Y — Gu X-F 
Norton B, Lanyon WG, Moore MR, Por- 
teous M, Youngs GR, Connor JM: Evi- 
dence for involvement of a second ge- 
netic locus on chromosome | Iq in por- 
phyrin metabolism (O) 576 
Niirnberg P, Thiel G, Weber F, Epplen JT: 
Changes of telomere lengths in human 
intracranial tumours (SC) 190 
Nunes V — Casals T 


Odent S — Dorval I 

Ogata T, Matsuo N: Sex chromosome 
aberrations and stature: deduction of the 
principal factors involved in the determi- 

| nation of adult height (O) 551 

Ohashi H — Fukushima Y 

: Ohno T — Fukushima Y 

: Olek K — Liidecke B 

: Oost BA van — Dreesen JCFM 

Oost BA van — Vries DD de 


Oppenheim A, Jury CL, Rund D, Vulliamy 
TJ, Luzzatto L: G6PD Mediterranean ac- 
counts for the high prevalence of G6PD 
deficiency in Kurdish Jews (SC) 293 

O’Reilly M-AJ — Lovering R 

O’Reilly M-AJ, Sweatman AK, Bradley 
LD, Alterman LA, Lovering R, Malcolm 
S, Levinsky RJ, Kinnon C: Isolation and 
mapping of discrete DXS101 loci in 
Xq22 near the X-linked agammaglobuli- 
naemia gene locus (SC) 605 

O’ Riordan JLH — Rowe PSN 

Osborne LC, Mason JM: HLA-A/B haplo- 
tye frequencies among U.S. Hispanic 
and African-American populations (O) 
326 

Oshima A — Suzuki Y 

Oudet C — Rowe PSN 

Ouweland AMW van den —> Dreesen 
JCFM 


Palacio A > Casals T 

Palmer CG — Plattner R 

Pankau R — Traupe H 

Pargent W — Schaible G 

Parkinson DB, Shaw NJ, Himsworth RL, 
Thakker RV: Parathyroid hormone gene 
analysis in autosomal hypoparathy- 
roidism using an intragenic tetranu- 
cleotide (AAAT),, polymorphism (SC) 
281 

Pelicci P-G — Huebner K 

Peltomaki P — Larramendy M 

Pengue G — Huebner K 

Périchon B, Ragusa A, Lapouméroulie C, 
Romand A, Moi P, Ikuta T, Labie D, 
Elion J, Krishnamoorthy R: Inter-ethnic 
polymorphism of the B-globin gene lo- 
cus control region (LCR) in sickle-cell 
anemia patients (O) 464 

Perrotti N — Marasco O 

Peters D — Fossdal R 

Petersen GM, Francomano C, Kinzler K, 
Nakamura Y: Presymptomatic direct de- 
tection of adenomatous polyposis coli 
(APC) gene mutations in familial adeno- 
matous polyposis (O) 307 

Peverali G — Bardoni B 

Pezzolo A — Ghiggeri GM 

Philippon G — Martinson JJ 

Picciotti E — Marasco O 

Pinto Cisternas J + Premoli-De-Percoco G 

Plattner R, Heerema NA, Howard-Peebles 
PN, Miles JH, Soukup S, Palmer CG: 
Clinical findings in patients with marker 
chromosomes identified by fluorescence 
in situ hybridization (O) 589 

Plattner R, Heerema NA, Yurov YB, 
Palmer CG: Efficient identification of 
marker chromosomes in 27 patients by 
stepwise hybridization with alpha-satel- 
lite DNA probes (O) 131 

Poller W — Liidecke B 

Porcellini A — Marasco O 

Porteous M — Norton B 

Posselt HG — Reiss J 

Poulat F, Morin D, K6nig A, Brun P, 
Giltay J, Sultan C, Dumas R, Gessler M, 
Berta P: Distinct molecular origins for 
Denys-Drash and Frasier syndromes 
(SC) 285 


Vil 


Powers PK — Hixson JE 

Pras E > Aksentijevich I 

Pras M — Aksentijevich I 

Premoli-De-Percoco G, Pinto Cisternas J, 
Ramirez JL, Galindo I: Focal epithelial 
hyperplasia: human-papillomavirus-in- 
duced disease with a genetic predisposi- 
tion in a Venezuelan family (SC) 386 

Prockop DJ — Zhuang J 

Propping P — Faiyaz ul Haque M 

Puig JG — Bouwens-Rombouts AGM 

Pujia A — Marasco O 

Punnett HH — Lebo RV 


Quaresima B — Marasco O 
Quéré I — Guillermit H 


Raefle G — Shipman R 

Raghunath M > Mackay K 

Ragnarsson J — Fossdal R 

Ragusa A — Périchon B 

Rahmani Z — Crété N 

Ramasawmy R, Kotea N, Lu C, Sayada C, 
Baligadoo S, Krishnamoorthy R: A new 
polymorphic restriction site at the human 
atrial natriuretic peptide (hANP) gene 
locus (DV) 509 

Ramirez JL — Premoli-De-Percoco G 

Rappold GA — Schaible G 

Raveh J — Sander A 

Read A — Rowe PSN 

Redila-Flores MT — Lebo RV 

Rehder H — Neuber M 

Reiss J, Ellermeyer U, Schloesser M, 
Fuhrmann W, Drews D, Posselt HG: 
Two cystic fibrosis patients with the 
genotype G542X/GS51D (CC) 78 

Reshef A — Leitersdorf E 

Ritter H — Krezal D 

Ritvanen A —> Larramendy M 

Roberts SH — Upadhyaya M 

Robinson WP, Spiegel R, Schinzel AA: 
Deletion breakpoints associated with 
the Prader-Willi and Angelman syn- 
dromes (15q11-—q13) are not sites of high 
homologous recombination (O) 181 

Rodenhiser DI — Ainsworth PJ 

Roechel N — Giuili G 

Romand A — Périchon B 

Rooij F de — Gu X-F 

Ropers HH — Mariman ECM 

Ropers H-H — Traupe H 

Ropers H-H — Vries DD de 

Rosso C — Ghia P 

Roth M-P = Stoll C 

Rotstein S — Lindblom A 

Roussey M — Dorval I 

Roux J — Martinson JJ 

Rowe PSN, Goulding J, Read A, Mount- 
ford R, Hanauer A, Oudet C, Whyte 
MP, Meier-Ewert S, Lehrach H, Davies 
KE, O’ Riordan JLH: New markers for 
linkage analysis of X-linked hypophos- 
phataemic rickets (O) 571 

Rowe RA — Sawyer JR 

Royer-Pokora B — Schneider S 

Riidiger N — Klausen IC 

Rund D — Oppenheim A 


Saint-Jore B, Loux N, Junien C, Boileau 
C: Two new polymorphisms in the cod- 


4 
q 
| 
; 


Vill 


ing sequence of the LDL receptor 
(LDLR) gene (DV) 511 

Salonen R — Hydén-Granskog C 

Sander A, Moser H, Liechti-Gallati S, 
Grimm T, Zingg M, Raveh J: Linkage 
of Van der Woude syndrome (VWS) to 
REN and exclusion of the candidate 
gene TGFB2 from the disease locus in a 
large pedigree (O) 55 

Sanna ML —> Tedeschi B 

Sano A, Kondoh K, Kakimoto Y, Kondo I: 
A 40-nucleotide repeat polymorphism in 
the human dopamine transporter gene 
(DV) 405 

Sargent CA — Tzimagiorgis G 

Sawyer JR, Rowe RA, Hassed SJ, Cunniff 
C: High-resolution cytogenetic charac- 
terization of telomeric associations in 
ring chromosome 19(O) 42 

Sayada C — Ramasawmy R 

Schachter F, Cohen D, Kirkwood T: 
Prospects for the genetics of human 
longevity (R) 519 

Schaible G, Rappold GA, Pargent W, 
Zachau HG: The immunoglobulin « 
locus: polymorphism and haplotypes 
of Caucasoid and non-Caucasoid indi- 
viduals (O) 261 

Scheffer H — Kooy RF 

Schenkein HA — Hart TC 

Scherthan H — Seisenberger C 

Schertzer M — Wood S 

Schinzel AA — Robinson WP 

Schloesser M — Reiss J 

Schneider S, Wildhardt G, Ludwig R, 
Royer-Pokora B: Exon skipping due to a 
mutation in a donor splice site in the 
WT-/ gene is associated with Wilms’ 
tumor and severe genital malformations 
(O) 599 

Scholl U — Giuili G 

Schonberg SA — Lebo RV 

Schram! P — Shipman R 

Schiiler H — Faiyaz ul Haque M 

Schulze F — Thieme A 

Schuster H, Fischer HJ, Keller C, Wolfram 
G, Zéllner N: Identification of the 408 
valine to methionine mutation in the 
low density lipoprotein receptor in a 
German family with familial hyper- 
cholesterolemia (SC) 287 

Schwinger E — Neuber M 

Scott J — Shoulders CC 

Seisenberger C, Winnacker E-L, Scherthan 
H: Localisation of the human nuclear 
factor I/X (NFI/X) gene to chromosome 
19p13 and detection of five other related 
loci at 1p21—22, 1q42—43, 5q15, 11p13 
and 20g13 by FISH (O) 535 

Serra A — Ghia P 

Shapiro A — Bottema CDK 

Shaw NJ — Parkinson DB 

Sheffield LJ — Loesch DZ 

Sheffield VC — Beck JS 

Shipman R, Schraml P, Colombi M, Raefle 
G, Ludwig CU: Loss of heterozygosity 
on chromosome | 1p13 in primary blad- 
der carcinoma (O) 455 

Shoulders CC, Narcisi TME, Jarmuz A, 
Brett DJ, Bayliss JD, Scott J: Characteri- 
zation of genetic markers in the 5’ flank- 


ing region of the apo Al gene (DV) 
197 

Shull MM — Lebo RV 

Sim RB — Steinkasserer A 

Simola K — Larramendy M 

Sinet P-M — Crété N 

Skoog L — Lindblom A 

Smith PJ — Byrne JA 

Smits APT — Dreesen JCFM 

Solari R > Tarlow JK 

Sommer SS — Bottema CDK 

Soukup S — Plattner R 

Spadoni GL — Tedeschi B 

Spiegel R — Robinson WP 

Spiegler AWJ — Thieme A 

Spurr NK — Murphy MT 

SteinbeiBer T — Assum G 

Steinkasserer A, Dorner C, Wiirzner R, 
Sim RB: Human £,-glycoprotein I: mol- 
ecular analysis of DNA and amino acid 
polymorphism (DV) 401 

Steinkasserer A > Tarlow JK 

Steinmann B — Mackay K 

Stoll C, Dott B, Alembik Y, Roth M-P: 
Evaluation of routine prenatal ultrasound 
examination in detecting fetal chromoso- 
mal abnormalities in a low risk popula- 
tion (O) 37 

Sudo K — Maekawa M 

Sultan C — Poulat F 

Suzuki Y, Oshima A: A B-galactosidase 
gene mutation identified in both 
Morquio B disease and infantile Gy; 
gangliosidosis (L) 407 

Sweatman AK — Lovering R 

Sweatman AK — O’Reilly M-AJ 


Takeda R — Inazu A 

Takegoshi T — Inazu A 

Taketani S — Nakahashi Y 

Tarlow JK, Blakemore AIF, Lennard A, 
Solari R, Hughes HN, Steinkasserer A, 
Duff GW: Polymorphism in human IL-1 
receptor antagonist gene intron 2 is 
caused by variable numbers of an 86-bp 
tandem repeat (DV) 403 

Tartary M — Vidaud D 

Tedeschi B, Spadoni GL, Sanna ML, Ver- 
nole P, Caporossi D, Cianfarani S, Nico- 
letti B, Boscherini B: Increased chromo- 
some fragility in lymphocytes of short 
normal children treated with recombi- 
nant human growth hormone (O) 459 

Te Velde K — Gu X-F 

Thakker RV — Parkinson DB 

Thiel G, Lozanova T, Vogel S, Kintzel D, 
Janisch W, Witkowski R: Age-related 
nonrandom chromosomal abnormalities 
in human low-grade astrocytomas (O) 
547 

Thiel G > Niirnberg P 

Thieme A, Mitulla B, Schulze F, Spiegler 
AWSJ: Epidemiological data on Werdnig- 
Hoffmann disease in Germany (West- 
Thiiringen) (SC) 295 

Thiesen HJ — Cannizzaro LA 

Tilanus MGJ — Bouwens-Rombouts 
AGM 

Tobler A > Fey MF 

Top B, Zee A van der, Havekes LM, Hooft 
FM van ’t, Frants RR: Identification of a 


splice-site mutation in the low density 
lipoprotein receptor gene by denaturing 
gradient gel electrophoresis (O) 480 

Tournade M-F — Bonaiti-Pellié C 

Traupe H, Vetter U, Happle R, Fisher LW, 
Cremers FPM, Landy SJ, Pankau R, 
Ropers H-H: Exclusion of the biglycan 
(BGN) gene as a candidate gene for the 
Happle syndrome, employing an intra- 
genic single-strand conformational poly- 
morphism (L) 89 

Trofatter J - Lebo RV 

Tromp G — Zhuang J 

Tsai MY, Holzknecht RA, Tuchman M: 
Single-strand conformational polymor- 
phism and direct sequencing applied to 
carrier testing in families with ornithine 
transcarbamylase deficiency (O) 321 

Tsuda R — Kubo S 

Tuchman M — Tsai MY 

Tuck-Muller CM, Martinez JE, Batista 
DAS, Kearns WG, Wertelecki W: Dupli- 
cation of the short arm of the X chromo- 
some in mother and daugther (CC) 395 

Turpin JC — Lucotte G 

Tzimagiorgis G, Leversha MA, Chroniary 
K, Goulielmos G, Sargent CA, Fergu- 
son-Smith M, Moschonas NK: Structure 
and expression analysis of a member of 
the human glutamate dehydrogenase 
(GLUD) gene family mapped to chro- 
mosome 10p11.2 (O) 433 


Ueoka Y — Fukushima Y 

Uhlhaas S — Faiyaz ul Haque M 

Umenishi F > Kajii E 

Upadhyaya M, Roberts SH, Farnham J, 
MacMillan JC, Clarke A, Heath JP, 
Hodges ICG, Harper PS: Charcot-Marie- 
Tooth disease 1A (CMT1A) associated 
with a maternal duplication of chromo- 
some 17p11.2—12 (SC) 392 


Vandenberghe K — Fryns JP 

Van der Veen AY > Kooy RF 

Veile R — Howe JR 

Verlind E — Kooy RF 

Vernole P — Tedeschi B 

Vetter U — Traupe H 

Vicario JL — De Juan D 

Vidaud D, Tartary M, Costa J-M, Bahnak 
BR, Gispert-Sanchez S, Fressinaud E, 
Gazengel C, Meyer D, Goossens M, 
Lavergne J-M, Vidaud M: Nucleotide 
substitutions at the —6 position in the 
promoter region of the factor [IX gene re- 
sult in different severity of hemophilia B 
Leyden: consequences for genetic coun- 
seling (O) 241 

Vidaud M — Vidaud D 

Viegas-Pequignot E — Almeida A 

Vielhaber E > Bottema CDK 

Vigna MF — Marasco O 

Vitiello L — Danieli GA 

Vizzone A —> De VitaR 

Vogel S > Thiel G 

Voute PA — Bonaiti-Pellié C 

Vries DD de, Wijs IJ de, G. Wolff , 
Ketelsen U-P, Ropers H-H, Oost BA 
van: X-linked myoclonus epilepsy ex- 


plained as a maternally inherited mito- 
chondrial disorder (O) 51 
Vulliamy TJ — Oppenheim A 


Wachtel SS —> Miiller U 

Wakasugi T — Inazu A 

Wakui K — Fukushima Y 

Warren AC, McInnis MG, Kalaitsidaki M, 
Cox TK, Blaschak J, Chakravarti A, An- 
tonarakis SE: D21S210: A highly poly- 
morphic (GT)n marker closely linked to 
the B-amyloid protein precursor (APP) 
gene (DV) 87 

Weber F — Niirnberg P 

Wedell A, Luthman H: Steroid 21-hydrox- 
ylase (P450c21): a new allele and spread 
of mutations through the pseudogene (O) 
236 

Wells SA Jr — Howe JR 

Wertelecki W — Tuck-Muller CM 

Wessman M —> Larramendy M 

Westhuyzen DR van der — Leitersdorf E 

Whyte MP — Rowe PSN 

Wiegant J — Lebo RV 

Wijs IJ de — Vries DD de 

Wildhardt G — Schneider S 

Wilkinson TA, Crolla JA: Molecular cyto- 
genetic characterization of three familial 
cases of satellited Y chromosomes (SC) 
389 


Winnacker E-L — Seisenberger C 

Wise RJ, Ewenstein BM, Gorlin J, Narins 
SC, Jesson M, Handin RI: Autosomal re- 
cessive transmission of hemophilia A 
due to a von Willebrand factor mutation 
(O) 367 

Wissman PB — Grody WW 

Wit E de — Knijff P de 

Witkowski R — Thiel G 

Wolff G — Vries DD de 

Wolfram G — Schuster H 

Wood S, Schertzer M, Hayden M, Ma Y: 
Support for founder effect for two 
lipoprotein lipase (LPL) gene mutations 
in French Canadians by analysis of GT 
microsatellites flanking the LPL gene 
(O) 312 

Woods P —> Millar DS 

Wiirzner R — Steinkasserer A 


Yagi K — Inazu A 
Yamamoto M —> Nakahashi Y 
Yamamoto M — Nakamura M 
Yaspo M-L — Crété N 

Yoon H-S —> Bottema CDK 
Youngs GR — Norton B 
Yurov YB — Plattner R 


Zachau HG —> Schaible G 
Zang KD — Zimmer N 


IX 


Zee A van der — Top B 

Zhuang J, Tromp G, Kuivaniemi H, 
Nakayasu K, Prockop DJ: Deletion of 19 
base pairs in intron 13 of the gene for 
the proow2(I) chain of type-I procollagen 
(COL1A2) causes exon skipping in a 
proband with type-I osteogenesis imper- 
fecta(O) 210 

Zimmer N, Géttert E, Kraus J, Zang KD, 
Henn W: Immunophenotyping of mitotic 
cells from long-term cultures of chori- 
onic villi(O) 317 

Zingg M — Sander A 

Zingone A — Marasco O 

Zoéllner N — Schuster H 

Zuffardi O — Bardoni B 

Zuffardi O + Ghiggeri GM 

Zuther C — Neuber M 

Zygulska M — Lenz W 


Announcements 302, 408, 618 


Erratum 301 


Indexed in Current Contents 


